. Whole-mount images of regenerated outgrowths formed by young and old MaSCs. Regenerated outgrowths formed by MaSCs derived from young (7-9 mon.) and old (26-29 mon.) DsRed-C57BL/6 that were injected respectively into the right and left sides of cleared fat pads of the same recipient nude mouse. Regenerated outgrowths from virgin recipients (upper panel) were terminated 10-wk after transplantation, from pregnant recipients (middle panel) were terminated at postpartum day 1 (PD1), and from virgin recipients of secondary transplant (lower panel) were terminated 10-wk after the serial transplant. Scale bars, 1 mm.
www.aging-us.com 2772 AGING (Albany NY) Figure S5 . Gene set enrichment analysis. (a-b) Genes that are expressed in at least one sample (normalized number of reads > 1) were rank-ordered according to their fold changes between young (4-6 mon.) and old (30-32 mon.) samples, with genes highly expressed in old cells on the left. Two sets of basal and luminal signature genes (the present study in Supplemental Table 1 and that of Lim et al., 2010) were analyzed and indicated as black bars in the plots. The basal cell signature genes were not enriched in either young or old luminal cells (a), while the luminal cell signature genes were significantly enriched in the old basal spheres (b). NES, normalized enrichment score. NOM, nominal p-value. FDR, false discovery rate. FEWR, familywise error rate p-value.
www.aging-us.com 2775 Figure S6 . Immunohistochemistry staining of K5 for mammary ducts from young (a) and old(b) mice. Scale bars, 50 µm.
Supplemental Table S1 . Basal and luminal signature gene sets from the present study. Please browse the links in Full Text version of this manuscript to see Supplementary Table S1 .
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